. Schematic of nanoparticle constructs. Au-tiopronin is covered with approximately 200 ligands per particle. Binding to doxorubicin is via the primary amine of the molecule, and approximately 1/10 of the tiopronin ligands are conjugated to Dox during the reaction. . The points are experimental measurements and the curves are fits to a sigmoidal function. Each data point is the mean ± standard error of the mean (SEM) of six replicates and has been normalized to the highest mean value and to zero. Figure S4 . Dose-response effect of Dox and Au-Dox on B16 cell viability determined by SRB assay vs. phase-contrast microscopy. The curves are fits to the Hill equation. Each data point is the mean of six replicates ± the standard error of the mean (SEM) and has been normalized to the highest and lowest mean value. Time (hr.) Table S1 . Fits to decay curves for averages of 7-10 spots in the nucleus and cytoplasm of B16 cells and cardiomyocytes (CM). All fits showed χ 2 ~1 and random distributions of residuals. The curve for free Dox did not change between 1 hr and 4 hr.
